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<210> 1 
<211> 388 
<212> PRT 
<213> Rattus sp. 

<220> 

<223> rat taste cell polypeptide (TCP) #1 amino acid 
sequence 

<400> 1 

Met lie Arg His Glu Gin Ser Leu Val Gly Gly Ser Gin Ala Pro Leu 
15 10 15 

Gly Leu Leu Leu lie Cys Leu Gly Leu Pro Gly Leu Phe Ala Arg Ser 
20 25 30 

lie Gly Ala Pro Glu Glu Lys Val Ser Pro His Ser Gly Gin Pro Ser 
35 40 45 

Phe Thr Ser Leu Leu Asn Ser Gly Gin Pro Gin Pro Lys Pro Asp Ser 
50 55 60 

Val Asn Asn Glu Leu Pro Gly Val Leu Pro Arg Leu Ser Glu Ser Pro 
65 70 75 80 

Gin Asp Gly Ser Leu Pro Lys Gly Gly Ser Glu Val Pro Gly Gly Pro 
85 90 95 

Pro Phe Trp Gly Arg Pro Pro Phe Trp Gly Pro Pro Pro Met Glu Ser 
100 105 110 

Trp Pro Ser Glu Asp Pro Gin Gin Gly Met Phe Ala Asp Ala Glu Asp 
115 120 125 

His Leu Glu Pro Val Leu Pro Glu Ala Leu Ser Tyr Leu Ser Arg Asp 
130 135 140 




1 



Ser Pro Leu Pro Glu Ala Ser Ser Ala His Val Lys Gin Pro Ser Pro 
145 150 155 160 



Glu Ala Ser Tyr Pro Leu Asp Thr Glu Pro Glu Pro Gin Pro Gly Ser 
165 170 175 

Arg Ser Leu Glu Thr Glu Ala Glu Ala Phe Ala Arg Ser Pro Phe Trp 
180 185 190 

Phe Leu Val His Lys Leu Leu Pro Gly Val ■ Ser Gly Arg lie Leu Asn 
195 200 205 

Pro Gly Thr Ser Trp Gly Ser Gly Gly Ala Gly Thr Gly Trp Gly Thr 
210 215 220 

Arg Pro Met Pro Tyr Pro Ser Gly lie Trp Gly Ser Asn Gly Leu Val 
225 230 235 240 

Ser Gly Thr Ser Leu Val Gly Asn Gly Arg Tyr Pro Ala Gly lie Trp 
245 250 255 

Gly Gly Asn Gly Arg Tyr Pro Val Gly lie Trp Gly Gly Ser Gly Arg 
260 265 270 

Tyr Pro Ala Gly lie Trp Gly Gly Ser Gly Arg Tyr Pro Ala Gly lie 
275 280 285 

Trp Gly Gly Asn Gly Arg Tyr Pro Val Gly Ser Trp Gly Gly Asn Gly 
290 295 300 

Arg Tyr Pro Val Gly Ser Trp Gly Gly lie Gly Arg Tyr Pro Val Gly 
305 310 315 320 

Asn Trp Gly Gly Asn Gly Gin Tyr Pro Ala Gly Ser Trp Gly Ser Asn 
325 330 335 

Gly Arg Tyr Pro Ala Gly Ser Trp Gly Pro Asn Cys Gin Tyr Pro Ala 
340 345 350 

Gly Ser Arg Gly Pro Asn Cys Gin Tyr Pro Pro Gly Ser Trp Gly Ala 
355 360 365 



Lys Gly Gin Lys Arg Leu Pro Pro Gly Val Lys Pro Pro Gly Ser Ser 
■ 370 375 380 



Gly Gly Ser Pro 
385 



<210> 2 
<211> 349 
<212> PRT 
<213> Mus sp. 

<220> 

<223> mouse taste cell polypeptide (TCP) #1 amino acid 
sequence 

<400> 2 

Met Gin Ser His Ala Gly Gly Ser Arg Ala Pro Leu Gly Leu Leu Leu 
15 10 15 



lie Cys Leu Cys 
20 

Glu Glu Lys Ala 
35 

Leu Asn Pro Gly 
50 

Leu Leu Gly Val 
65 

Leu Pro Glu Gly 



Pro Pro Pro Met 
100 

Ala Ala Val Ala 
115 

Pro Tyr Leu Ser 
130 

Leu Arg Gin Pro 
145 

Gly Leu Gin Pro 



Ala Arg Ser Pro 
180 

Ser Gly Arg lie 
195 

Gly Thr Gly Trp 
210 

Gly Ser Asn Gly 
225 

Tyr Pro Val Arg 



Leu Gly Gly Asn 
260 

Gly Gin Tyr Pro 
275 

Pro Val Gly Pro 
290 

Trp Gly Ala Asn 
305 

Arg Tyr Pro Ala 




Leu Pro Gly Leu 



Ser Pro His Ser 
40 

Gin Leu Gin Pro 
55 

Leu Pro Arg Leu 
70 

Gly Ser Glu Val 
85 

Glu Ser Trp Pro 



Glu Asp Gin Leu 
120 

Arg Gly Gly Arg 
135 

Ser Pro Ala Ala 
150 

Gly Ser Ser Ser 
165 

Phe Trp Phe Leu 



Leu Arg Pro Gly 
200 

Gly Thr Arg Pro 

Leu Val Ser Gly 
230 

lie Trp Gly Arg 
245 

Gly Arg Tyr Pro 



Pro Val Gly Thr 
280 

Trp Gly Gly Tyr 
295 

Cys Gin Tyr Pro 
310 

Gly Ser Trp Gly 
325 



Phe Ala Arg Ser 
25 

Gly Gin Pro Ser 



Lys Pro Asp Pro 
60 

Ser Glu Ser Pro 
75 

Pro Asn Gly Pro 
90 

Ser Glu Asp Pro 
105 

Glu Gin Met Leu 



Leu Pro Glu Ala 
140 

Ser Tyr Pro Gin 
155 

Leu Glu Thr Glu 
170 

lie His Lys Leu 
185 

Thr Ser Trp Gly 



Met Pro Tyr Pro 
220 

Thr Ser Leu Gly 
235 

Asn Gly Trp Tyr 
250 

Pro Val Gly Thr 
265 

Trp Gly Gly Tyr 



Gly Gin Tyr Pro 
300 

Ala Gly Ser Arg 
315 

Thr Lys Gly Gin 
330 




Thr Gly Ala Pro 
30 

Phe Thr Ser Leu 
45 

Val Asn Asn Glu 



Gin Asp Gly Ala 
80 

Pro Phe Trp Gly 
95 

Gin Gin Gly Met 
110 

Pro Glu Ala Leu 
125 

Ser Ser Ala Arg 



Asp Ser Glu Ala 
160 

Ala Glu Ala Phe 

175 

Leu Pro Gly Ser 
190 

Ser Gly Gly Ala 
205 

Ser Gly lie Trp 



Gly Arg Gly Pro 
240 

Pro Leu Arg lie 
255 

Trp Gly Gly Tyr 
270 

Gly Gin Tyr Pro 
285 

Pro Val Gly Thr 



Arg Pro Asn Cys 
320 

Asn Arg Leu Pro 
335 
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Pro Gly Ala Lys Arg Pro Gly Ser Ser Gly lie Thr Pro 
340 345 



<210> 3 
<211> 731 
<212> PRT 
<213> Rattus sp. 

<220> 

<223> rat taste cell polypeptide (TCP) #2 amino acid 
sequence 

<400> 3 

Met Asp Lys Gin Gin Phe Pro Ala Ala Gly lie Leu Leu Ala Ala Phe 
15 10 15 

Leu Val Val Ser Ala Ser Thr Leu Thr Leu Leu Ser Thr Asn Gly Asp 
20 25 30 

Pro Asp Gin Phe Pro Ser Asp Pro Gly Thr Ser Ala Gin Gin Ser Asn 
35 40 45 

Asn lie Leu Leu Gly lie Leu Thr Asp Asn Thr Gly Ser lie Asn Ser 
50 - 55 60 

Thr Glu Arg Glu Ser Glu Ala Leu Gly Arg Arg Ala Gly Ala Phe Ser 
65 70 75 80 

Thr Glu Gly Ala Gly Gly Gin Glu Ser Pro Pro Met Pro Gly Pro Ser 
85 90 95 

Gly Thr Val Thr Pro Glu Pro lie Arg Ser Ala Leu Thr Thr Ser Ala 
100 105 110 

Ala Tyr Met Ala Ala Asp Ser Gin Pro Val Ser Pro Glu Ala Glu Pro 
115 120 125 

Val Glu Glu lie Leu Ala Leu Gly lie Leu Glu Thr lie Thr Met Ser 
130 135 140 

Ser Pro Gin Pro Ser Pro lie His Gly Ser Glu Pro Lys Phe Lys Lys 
145 150 155 160 

Ala Phe Arg Pro Pro His Leu Leu Trp His Thr Pro Asn Pro Thr Val 
165 170 175 

Gin Met Leu Val Pro Ala Trp Arg Asn Gly His Ser Arg Pro Glu Ala 
180 185 190 

Ser Ser Ser Val Ala Leu Ala Pro Arg Thr Ser Leu Gly Leu Pro Val 
195 200 205 

Phe Pro Trp Met Pro Asn lie Leu Lys Ala Thr Glu Pro Leu Leu Pro 
210 215 220 

Ala Ser Pro Gly Arg Leu Gly Leu Asp Leu Thr Ser Gin Val Gly Ser 
225 230 235 240 

Gly Ser Phe Glu Asp Thr Gly Pro Val Ser Gly Gly Ala Asn Asp Ser 
245 250 255 



Pro Gin Pro Pro Val Ser Ala lie Val Ser Ser Thr Thr Asp Ser Ser 
260 265 270 

lie Lys Thr Ser Asn Leu Ala Pro Gin Thr Ala Leu Gin Pro Gin Pro 
275 280 285 

Pro Gly Pro Trp Phe Pro Pro Ala Gin Ser Ala Cys Pro Pro Ser Leu 
290 295 300 

Ser Ser Thr- Ser Pro Ala Leu Pro Leu Pro His Thr Ala Leu Ala Tyr 
305 310 315 320 

Thr Glu Ser Ser Val Asp Ala Glu Pro Thr Gin Ala Ser Thr Leu Pro 
325 330 335 

His Leu Gly Gin Ala Met Ser Leu Gin Asn Leu Ser Phe Ser Thr Pro 
340 345 350 

Gly Pro Arg His Thr Thr His Ser Val Thr Phe Arg Thr Asn Ser Ser 
355 360 365 

Cys Phe Arg lie Val Val Trp Ser Leu Val Pro Leu Glu Cys Trp Leu 
370 375 380 

Leu Asn Arg Leu lie Cys Tyr Gin Leu Gin Leu lie Tyr His Glu Ala 
385 390 395 400 

Phe Ser Asn Phe Lys Asn Val Ser Ala Leu Leu Phe Arg Pro Gly Ser 
405 410 415 

Thr Glu Val Lys Ala Ser Leu Val Phe Gly Pro Pro Asp Pro Ser Ala 
420 425 430 

Leu Glu lie Leu Trp Thr Leu Tyr Arg Lys Val Lys Ser Ser Arg Trp 
435 440 445 

Ser Leu Gly Tyr Leu Ser Leu Ala Asp His Gly Leu Ser Ser Asp Gly 
450 455 460 

Tyr Asn Thr Asn Asp Leu Arg Gin Glu Thr lie Asn lie Ser Phe Thr 
465 470 475 480 

Leu Met Lys Pro Phe Leu Pro Gin Leu Leu Leu Pro Ser Ser Gin Pro 
485 490 495 

Phe Leu Leu Met Glu Lys Gin Thr Leu Gin Leu Val Thr His Glu Val 
500 505 510 

Ser Arg Phe Tyr Lys Ala Glu Leu Gin Glu Gin Pro Leu Leu Leu Phe 
515 520 525 

Ser Asn Val Lys Glu Trp Val Ser lie Tyr Val Glu Tyr Lys Phe Lys 
530 535 540 

Ser Pro lie Pro Asn His Leu Gin Gly Leu Ala Ser His Leu Ala His 
545 550 555 560 

His lie Thr Asp Pro Thr lie Gin Lys Ser Ser lie Val Ala Asn Gly 
565 570 575 
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Glu Lys 
Tyr Pro 



Ala Asp 
580 

Phe Thr 
595 



Leu Val Phe Tyr Glu Thr Trp Leu Leu 
585 



Lys Ala 



Leu Glu Asn 
600 



Lys Thr Ser Ser 
605 



lie Leu Gly 
590 

Glu Ser Gin 



Lys Leu 
610 



Arg Gly Leu Leu 



Thr Arg Gin Leu Thr Ser Val 
615 620 



Leu Gin Pro 



Leu Gin 

625 



Asn Phe 



Gly Gin 
630 



Val Val Val 



Glu Glu Phe His 
635 



Gin Glu Pro 
640 



Leu Thr Ala Arg 



Val Gin 
645 



Thr Ala Phe 



Phe Glu Ala Ala 
650 



Pro Ala Gin 
655 



Ala Val lie Gin Asp Ser Met Leu Gin Ala Leu Gly Ser 
660 665 



Leu Gin Glu 
670 



Ala Glu 



Gly Leu 
675 



Gin Leu 



Glu Met Leu 
680 



Leu Pro Val Leu 
685 



Gly Thr Pro 



Ser Ser 
690 



Arg Ala Ser Arg 



Gly Pro Arg Gly Gly Ala Val 
695 700 



Leu Asn Leu 



Gin Phe 
705 



lie Thr 



Ser Leu 
710 



Phe Val Leu 



Val Ala Leu Cys 
. 715 



Thr Ala Leu 
720 



Pro Phe Thr Lys 



Lys Gin 
725 



Thr Pro Tyr 



Leu Phe 
730 



<210> 4 
<211> 729 
<212> PRT 
<213> Mus sp. 

<220> 

<223> mouse taste cell polypeptide (TCP) #2 amino acid 
sequence 

<400> 4 

Met Asp Lys Gin Trp Phe Pro Ala Ala Gly lie Leu Leu Ala Ala Leu 
15 10 15 

Leu Val Val Ser Ala Ser Thr Leu Thr Leu Leu Ser Thr Asn Glu Asp 
20 25 30 

Pro Glu Gin Phe Pro Ser Ala Pro Gly Thr Ser Ala Gin Gin Ser Ser 
35 40 45 

Arg lie Leu Leu Gly lie Leu Thr Asp Val Thr Gly Gly lie Asn Ser 
50 55 60 

Val Glu Arg Glu Pro Glu Ala Leu Gly Arg Arg Ala Gly Gly Leu Ser 
65 70 75 80 

Thr Glu Gly Ala Gly Gly Gin Glu Ser Pro Ser Met Pro Gly Pro Ser 
85 90 95 

Gly Arg Val lie Pro Glu Pro lie Pro Ser Ala Leu Thr Thr Ser Ala 
100 105 110 
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Ser Asp Met Ala Ser Gin Pro Val Ser Ser Gly Ala Asp Pro lie Glu 
115 120 125 

Glu lie Met Ala Leu Gly Thr Leu Glu Thr lie Thr Met Ser Ser Pro 
130 135 140 

Gin Pro Ser Pro Arg His Glu Ser Glu Gin Lys Phe Asp Lys Val Phe 
145 150 155 160 

Arg Ser Pro His Leu Leu Trp Cys Thr Pro Asn Ser Thr Val Tyr lie 
165 170 175 

Pro Val Pro Ala Trp Arg Asp Gly His Ser Arg Pro Glu Ala Ser Ser 
180 185 190 

Ser Val Pro Leu Ala Pro Ser Thr Ser Leu Gly Leu Pro lie Phe Pro 
195 200 205 

* Trp Met Pro Asn lie Leu Lys Ala Thr Glu Ser Leu Leu Pro Ala Ser 
210 215 220 

Pro Gly Arg Ser Gly Leu Asp Leu Thr Ser Gin Val Gly Ser Arg Ala 
225 230 235 240 

Ser Glu Asn Thr Val Ala Leu Asp Thr Gly Pro Val Ser Arg Gly Ala 
245 250 255 

Ser Asp Ser Pro Gin Thr Thr Pro Ser Thr Thr Asp Ser Phe lie Lys 
260 265 270 

Thr Ser Asn Leu Gly Pro Gin lie Ala Leu Gin Pro Ser His Pro Gly 
275 280 285 

Leu Trp Leu Pro Thr Ser Pro lie His Met Pro Thr Leu Ser Leu Gin 
290 295 300 

His Phe Ser Ser Pro Pro Ser Thr Ala His Ser Ser Gly Phe Thr Glu 
305 310 315 320 

Ser Ser Val His Ala Asp Pro Thr Leu Ala Ser Thr Leu Pro His Pro 
325 330 335 

Gly Gin Asp Met Ser Leu Gin Asp Leu Ser Phe Ser Thr Gly Gly Arg 
340 345 350 

Ser His Thr Thr His Ser Val Thr Phe Arg lie Asn Ser Asn Arg Phe 
355 360 365 

Thr Lys Ala Val Trp Asn Leu Val Pro Leu Glu Arg Trp Leu Leu Asn 
370 375 380 

Arg Leu lie Cys Tyr Gin Leu Arg Phe lie Tyr Gin Glu Ala Phe Pro 
385 390 395 400 

Asn Phe Arg Asn Val Ser Thr Leu Leu Phe Arg Pro Gly Cys Pro Glu 
405 410 415 

Val Lys Ala Ser Leu lie Phe Gly Pro Pro Asp Pro Ser Ser lie Glu 
420 425 430 
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lie Leu Trp Thr Leu Tyr Arg Lys Val Lys Ser Ser Arg Trp Ser Leu 
435 440 445 

Gly Tyr Leu Ser Leu Ala Asp His Gly Leu Ser Ser Asp Gly Tyr Ser 
450 455 460 

Met Thr Asp Leu Thr Gin Glu lie lie Asn lie Ser Phe Thr Leu Met 
465 470 475 - 480 

Arg Pro Phe Leu Pro Gin Leu Leu Leu Pro Ser Ser Gl'n Pro Cys lie 
485 490 495 

Leu Leu Glu Lys Gin Thr lie Gin Leu Val Thr His Glu Val Ser Arg 
500 505 510 

Phe Tyr Lys Ala Glu Leu Gin Ser Gin Pro Leu Leu Leu Phe Ser Asn 
515 520 525 

Val Lys Glu Trp Val Ser Val Tyr Met Glu Tyr Lys Phe Lys Ser Pro 
530 535 540 

lie Pro lie Arg Leu Gin Gly Leu Ala Ser His Leu Ala His His lie 
545 550 555 560 

Thr Asp Pro Thr Leu Gin Lys Ser Ser lie Met Ala Asn Gly Glu Lys 
565 570 575 

Ala Asp Leu Val Phe Tyr Glu Met Trp Leu Leu lie Leu Gly His Pro 
580 585 590 

Phe Thr Lys Thr Leu Glu Asn Lys Thr Ser Ser Glu Cys Gin Glu Leu 
595 600 605 

Arg Gly Leu Leu Thr Arg Gin Leu Thr Ser Val Leu Gin Pro Leu Lys 
610 615 620 

Asn Phe Gly Gin Val Val Val Glu Glu Phe His Gin Glu Pro Leu Thr 
625 630 635 640 

Ala Arg Val Gin Thr Ala Phe Phe Gly Ala Val Pro Ala Gin Ala lie 
645 650 655 

lie Gin Asp Thr Val Leu Gin Ala Leu Gly Ser Leu Gin Glu Thr Glu 
660 665 670 

Gly Leu Gin Leu Glu Met Leu Leu Pro Val Leu Gly Thr Pro Ser Ser 
675 680 685 

Arg Ala Ser Arg Gly Pro Arg Gly Gly Ala Met Leu Asn Leu Gin Arg 
690 695 700 

Phe Thr Ser Leu Phe Val Leu Val Ala Leu Cys Thr Ala Pro Pro Phe 
705 710 715 720 

lie Asn Lys Gin Ala Leu Tyr Leu Ser 
725 
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<210> 5 
<211> 344 
<212> PRT 
<213> Rattus sp. 

<220> 

<223> rat taste cell polypeptide (TCP) #3 amino acid 
sequence 

<400> 5 

Met Asp Arg Phe Arg Met Leu Phe Gin Asn Phe Gin Ser Ser Ser Glu 
15 10 15 

Ser Val Thr Asn Gly lie Cys Leu Leu Leu Ala Ala Val Thr Val Lys 
20 25 30 

Met Tyr Ser Ser Leu Asp Phe Asn Cys Pro Cys Leu Glu Arg Tyr Asn 
35 40 45 

Ala Leu Tyr Gly Leu Gly Leu Leu Leu Thr Pro Pro Leu Ala Leu Phe 
50 55 60 

Leu Cys Gly Leu Leu Val Asn Arg Gin Ser Val Leu Met Val Glu Glu 
65 70 75 80 

Trp Arg Arg Pro Ala Gly His Arg Arg Lys Asp Leu Gly lie lie Arg 
85 90 95. 

Tyr Met Cys Ser Ser Val Leu Gin Arg Ala Leu Ala Ala Pro Leu Val 
100 105 110 

Trp lie Leu Leu Ala Leu Leu Asp Gly Lys Cys Leu Val Cys Ala Phe 
115 120 125 

Ser Asn Ser Val Asp Pro Glu Lys Phe Leu Asp Phe Ala Asn Met Thr 
130 135 140 

Pro Ser Gin Val Gin Leu Phe Leu Ala Lys Val Pro Cys Lys Glu Asp 
145 150 155 160 

Glu Leu Val Lys Thr Asn Pro Ala Arg Lys Ala Val Ser Arg Tyr Leu 
165 170 175 

Arg Cys Leu Ser Gin Ala lie Gly Trp Ser lie Thr Leu Leu Val lie 
180 185 190 

Val Val Ala Phe Leu Ala Arg Cys Leu Arg Pro Cys Phe Asn Gin Thr 
195 200 205 

Val Phe Leu Gin Arg Arg Tyr Trp Ser Asn Tyr Met Asp Leu Glu Gin 
210 215 220 

Lys Leu Phe Asp Glu Thr Cys Cys Glu His Ala Arg Asp Phe Ala His 
225 230 235 240 

Arg Cys Val Leu His Phe Phe Ala Ser Met Gin Ser Glu Leu Arg Ala 
245 250 255 

Leu Gly Leu His Arg Asp Pro Ala Gly Glu lie Leu Glu Ser Gin Glu 
260 265 270 
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Pro Pro Glu Pro Pro Glu Glu Pro Gly Ser Glu Ser Gly Lys Ala His 
275 280 285 

Leu Arg Ala lie Ser Ser Arg Glu Gin Val Asn His Leu Leu Ser Thr 
290 295 300 

Trp Tyr Ser Ser Lys Pro Pro Leu Asp Leu Ala Ala Ser Pro Arg Leu 
305 310 315 320 

Trp Glu Pro Gly Leu Asn His Arg Ala Pro lie Ala Ala Pro Gly Thr 
325 330 335 

Lys Leu Gly His Gin Leu Asp Val 
340 



<210> 6 
<211> 347 
<212> PRT 
<213> Mus sp. 

<220> 

<223> mouse 1 taste cell polypeptide (TCP) #3 amino acid 
sequence 

<400> 6 

Met Asp Arg Phe Arg Met Leu Phe Gin His Leu Gin Ser Ser Ser Glu 
15 10 15 

Ser Val Met Asn Gly lie Cys Leu Leu Leu Ala Ala Val Thr Val Lys 
20 25 30 

lie Tyr Ser Ser Leu Asp Phe Asn Cys Pro Cys Leu Glu Arg Tyr Asn 
35 40 45 

Ala Leu Tyr Gly Leu Gly Leu Leu Leu Thr Pro Pro Leu Ala Leu Phe 
50 55 60 

Leu Cys Gly Leu Leu Val Asn Arg Gin Ser Val Leu Met Val Glu Glu 
65 70 75 80 

Trp Arg Arg Pro Ala Gly His Arg Arg Lys Asp Leu Gly lie lie Arg 
85 90 95 

Tyr Met Cys Ser Ser Val Leu Gin Arg Ala Leu Ala Ala Pro Leu Val 
100 105 110 

Trp lie Leu Leu Ala Leu Leu Asp Gly Lys Cys Phe Val Cys Ala Phe 
115 120 125 

Ser Asn Ser Val Asp Pro Glu Lys Phe Leu Asp Phe Ala Asn Met Thr 
130 135 140 

Pro Arg Gin Val Gin Leu Phe Leu Ala Lys Val Pro Cys Lys Glu Asp 
145 150 155 160 

Glu Leu Val Lys Asn Ser Pro Ala Arg Lys Ala Val Ser Arg Tyr Leu 
165 170 175 

Arg Cys Leu Ser Gin Ala lie Gly Trp Ser lie Thr Leu Leu Val lie 
180 185 190 
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Val Val Ala Phe 
195 

Val Phe Leu Gin 
210 

Lys Leu Phe Asp 
225 

Arg Cys Val Leu 



Leu Gly Leu Arg 
260 

Ser Ser Glu Pro 
275 

Lys Ala His Leu 
290 

Leu Ser Thr Trp 
305 

Pro Arg Arg Trp 



Pro Gly Thr Lys 
340 




Leu Ala Arg Cys 
200 

Arg Arg Tyr Trp 
215 

Glu Thr Cys Cys 
230 

His Phe Phe Ala 
245 

Arg Asp Pro Ala 



Pro Glu Leu Arg 
280 

Arg Ala lie Ser 
295 

Tyr Ser Ser Lys 
310 

Gly Pro Gly Leu 
325 

Leu Cys His Gin 



Leu Arg Pro Cys 



Ser Asn Tyr Met 
220 

Glu His Ala Arg 
235 

Asn Met Gin Ser 
250 

Gly Gly He Pro 
265 

Glu Asp Arg Asp 



Ser Arg Glu Gin 
300 

Pro Pro Leu Asp 
315 

Asn His Arg Ala 
330 

Leu Asn Val 
345 




Phe Asp Gin Thr 
205 

Asp Leu Glu Gin 



Asp Phe Ala His 
240 

Glu Leu Arg Ala 
255 

Glu Ser Gin Glu 
270 

Ser Gly Asn Gly 
285 

Val Asp Gin Leu 



Leu Ala Ala Ser 
320 

Pro He Ala Ala 
335 



<210> 7 
<211> 313 
<212> PRT 
<213> Mus sp. 

<220> 

<223> mouse 2 taste cell polypeptide (TCP) #3 amino acid 
sequence 

<400> 7 

Met Glu Lys Phe Lys Ala Val Leu Asp Leu Gin Arg Lys His Arg Asn 
15 10 15 

Ala Leu Gly Tyr Ser Leu Val Thr Leu Leu Thr Ala Gly Gly Glu Lys 
20 25 30 

He Phe Ser Ser Val Val Phe Gin Cys Pro Cys Thr Ala Thr Trp Asn 
35 40 45 

Leu Pro Tyr Gly Leu Val Phe Leu Leu Val Pro Ala Leu Ala Leu Phe 
50 55 60 

Leu Leu Gly Tyr Ala Leu Ser Ala Arg Thr Trp Arg Leu Leu Thr Gly 
65 70 75 80 

Cys Cys Ser Arg Ser Ala Arg Phe Ser Ser Gly Leu Arg Ser Ala Phe 
85 90 95 

Val Cys Ala Gin Leu Ser Met Thr Ala Ala Phe Ala Pro Leu Thr Trp 
100 105 110 
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Val Ala Val Ala Leu Leu Glu Gly Ser Phe Tyr Gin Cys Ala Val Ser 
115 120 125 

Gly Ser Ala Arg Leu Ala Pro Tyr Leu Cys Lys Gly Arg Asp Pro Asn 
130 135 140 

Cys Asn Ala Thr Leu Pro Gin Ala Pro Cys Asn Lys Gin Lys Val Glu 
145 150 155 160 

Met Gin Glu lie Leu Ser Gin Leu Lys Ala Gin Ser Gin Val Phe Gly 
165 170 175 

Trp lie Leu lie Ala Ala Val lie lie Leu Leu Leu Leu Val Lys Ser 
180 185 190 

Val Thr Arg Cys Phe Ser Pro Val Ser Tyr Leu Gin Leu Lys Phe Trp 
195 200 205 

Glu lie Tyr Trp Glu Lys Glu Lys Gin lie Leu Gin Asn Gin Ala Ala 
210 215 220 

Glu Asn Ala Thr Gin Leu Ala Glu Glu Asn Val Arg Cys Phe Phe Glu 
225 230 235 240 

Cys Ser Lys Pro Lys Glu Cys Asn Thr Thr Ser Ser Lys Asp Trp Gin 
245 250 255 

Glu lie Ser Ala Leu Tyr Thr Phe Asn Pro Lys Asn Gin Phe Tyr Ser 
260 265 270 

Met Leu His Lys Tyr Val Ser Arg Glu Glu Met Ser Gly Ser Val Arg 
275 280 285 

Ser Val Glu Gly Asp Ala Val lie Pro Ala Leu Gly Phe Val Asp Asp 
290 295 300 

Met Ser Met Thr Asn Thr His Glu Leu 
305 310 



<210> 8 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> human 1 taste cell polypeptide (TCP) #3 amino acid 
sequence 

<400> 8 

Phe Leu Leu Leu Ser Ser lie Leu Gly Arg Ala Ala Val Ala Pro Val 
15 10 15 

Thr Trp Ser Val lie Ser Leu Leu Arg Gly Glu Ala Tyr Val Cys Ala 
20 25 30 

Leu Ser Glu Phe Val Asp Pro Ser Ser Leu Thr Ala Arg Glu Glu His 
35 40 45 

Phe Pro Ser Ala His Ala Thr Glu lie Leu Ala Arg Phe Pro Cys Lys 
50 55 60 
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Glu Asn 
65 



Pro Asp Asn 



Leu Ser Asp Phe Arg 
70 



Glu Glu Val Ser Arg Arg 
75 80 



Leu Arg 



Tyr Glu Ser 
85 



Gin Leu Phe Gly Trp 
90 



Leu Leu lie Gly Val Val 
95 



Ala lie 



Leu Val Phe 

100 



Leu Thr Lys Cys Leu 
105 



Lys His Tyr Cys Ser Pro 
110 



Leu Ser 



Tyr Arg Gin 
115 



Glu Ala Tyr Trp Ala 
120 



Gin Tyr Arg Ala Asn Glu 
125 



Asp Gin 
130 



Leu Phe Gin 



Arg Thr Ala Glu Val 
135 



His Ser Arg Val Leu Ala 
140 



Ala Asn 
145 



Asn Val Arg 



Arg Phe Phe Gly Phe 
150 



Val Ala Leu Asn Lys Asp 
155 160 



Asp Glu 



Glu Leu lie 
165 



Ala Asn Phe Pro Val 
170 



Glu Gly Thr Gin Pro Arg 
175 



Pro Gin 



Trp Asn Ala 
180 



He Thr Gly Val Tyr 
185 



Leu Tyr Arg Glu Asn Gin 
190 



Gly Leu 



Pro Leu Tyr 
195 



Ser Arg Leu His Lys 
200 



Trp Ala Gin Gly Leu Ala 
205 



Gly Asn 
210 



Gly Ala Ala 



Pro Asp Asn Val Glu 
215 



Met Ala Leu Leu Pro Ser 
220 



<210> 9 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> human 2 taste cell polypeptide (TCP) #3 amino acid 
sequence 

<400> 9 

Met Glu Lys Phe Arg Ala Val Leu Asp Leu His Val Lys His His Ser 
15 10 15 

Ala Leu Gly Tyr Gly Leu Val Thr Leu Leu Thr Ala Gly Gly Glu Arg 
20 25 30 

He Phe Ser Ala Val Ala Phe Gin Cys Pro Cys Ser Ala Ala Trp Asn 
35 40 45 

Leu Pro Tyr Gly Leu Val Phe Leu Leu Val Pro Ala Leu Ala Leu Phe 
50 55 60 

Leu Leu Gly Tyr Val Leu Ser Ala Arg Thr Trp Arg Leu Leu Thr Gly 
65 70 75 80 

Cys Cys Ser Ser Ala Arg Ala Ser Cys Gly Ser Ala Leu Arg Gly Ser 
85 90 95 
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Leu Val Cys Thr Gin lie Ser Ala Ala Ala Ala Leu Ala Pro Leu Thr 
100 105 110 

Trp Val Ala Val Ala Leu Leu Gly Gly Ala Phe Tyr Glu Cys Ala Ala 
115 120 125 

Thr Gly Ser Ala Ala Phe Ala Gin Arg Leu Cys Leu Gly Arg Asn Arg 
130 135 140 

Ser Cys Ala Ala Glu Leu Pro Leu Val Pro Cys Asn Gin Ala Lys Ala 
145 150 155 160 

Ser Asp Val Gin Asp Leu Leu Lys Asp Leu Lys Ala Gin Ser Gin Val 
165 * 170 175 

Leu Gly Trp lie Leu lie Ala Val Val lie lie lie Leu Leu lie Phe 
180 185 190 - 

Thr Ser Val Thr Arg Cys Leu Ser Pro Val Ser Phe Leu Gin Leu Lys 
195 200 205 ' 

Phe Trp Lys lie Tyr Leu Glu Gin Glu Gin Gin lie Leu Lys Ser Lys 
210 215 220 

Ala Thr Glu His Ala Thr Glu Leu Ala Lys Glu Asn lie Lys Cys Phe 
225 230 235 240 

Phe Glu Gly Ser His Pro Lys Glu Tyr Asn Thr Pro Arg His Glu Lys 
245 250 255 

Arg Trp Gin Gin lie Ser Ser Leu Tyr Thr Phe Asn Pro Lys Gly Gin 
260 265 270 

Tyr Tyr Ser Met Leu His Lys Tyr Val Asn Arg Lys Glu Lys Thr His 
275 280 285 

Ser lie Arg Ser Thr Glu Gly Asp Thr Val lie Pro Val Leu Gly Phe 
290 295 300 

Val Asp Ser Ser Gly lie Asn Ser Thr Pro Glu Leu 
305 310 315 



<210> 10 
<211> 1330 
<212> DNA 
<213> Rattus sp. 

<220> 

<223> rat taste cell polypeptide (TCP) #1 nucleotide 
sequence 

<400> 10 

gaattcggca cgagcagagc ctcgtgggtg ggagccaggc tcccctaggc ctgctcctga 60 

tctgtctggg tctgccaggc ctctttgcac ggagcattgg ggcaccagag gagaaagtct 120 

ccccacattc gggacaacct tccttcacca gcctcctcaa ctctggacag cctcagccca 180 

agccagactc tgtgaataat gagttaccag gggttcttcc gaggctcagc gaatctccac 240 

aagatggatc tctacccaag ggtggctctg aggtgcctgg tgggcctccc ttctgggggc 300 

ggcctccctt ctgggggccg cctcccatgg agtcctggcc ctcagaggac cctcagcaag 360 

ggatgtttgc tgatgccgag gaccacttgg agccagttct gccagaagcc ctgtcatacc 420 

tttccagaga cagtcctctg cctgaggctt cctctgcgca tgtcaagcaa ccttcaccag 480 



14 



aggcttccta 
ctgaggcaga 
gtgtatccgg 
ggtggggaac 
caggcactag 
ggtacccagt 
gtggtcgata 
ggggtaatgg 
actggggggg 
caggtagctg 
atccaccagg 
ctggctcttc 
gcagaagcat 
gcctctgttg 
aaaaaaaaaa 



ccccctggac 
agccttcgcc 
gaggatccta 
aaggcccatg 
cttggtgggt 
aggcat ctgg 
cccagcaggc 
tcggtaccca 
taatggtcag 
ggggcccaac 
gagctgggga 
tgggggctct 
gctcagtccg 
acctgagcta 



acagagcctg 
cggagcccat 
aatcctggaa 
ccgtatcctt 
aatggt cgat 
gggggtagtg 
atctgggggg 
gtaggcagct 
tacccagcag 
tgccagtacc 
gctaagggtc 
ccctaatgtt 
gcctagtcac 
gt caccaata 



aaccacagcc 
tctggtttct 
catcctgggg 
ctggaatatg 
atccagcagg 
gtcgataccc 
gtaatggtcg 
gggggggtat 
gcagctgggg 
cagcaggcag 
agaaacggct 
ccaactggtt 
atggttttcc 
aacacaagca 



tggttccaga 
tgtccacaaa 
aagtggaggg 
gggtagcaat 
catctggggg 
agcaggcatc 
gtacccagta 
tggtcggtat 
cagtaatggt 
ccgggggccc 
tcccccagga 
tggagccagg 
cttctctttc 
gttcttgaaa 



tcgctggaaa 
cttctgcctg 
gctggaactg 
ggtctagtat 
ggtaatggt c 
tgggggggta 
ggcagctggg 
ccggtaggca 
cggt acccag 
aattgtcagt 
gtcaaacct c 
ttagagatca 
catttttaaa 
aaaaaaaaaa 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1330 



<210> 11 
<211> 1263 
<212> DNA 
<213> Mus sp. 



<220> 

<223> mouse taste cell polypeptide (TCP) 
sequence 



\1 nucleotide 



<400> 11 

ccatcctaat 

agccacgcag 

ggtctttttg 

ccttccttca 

aatgagttac 

gagggcggtt 

t ggccctcag 

atgctgccag 

gcacggctca 

cagcctggtt 

tttctcatcc 

tggggaagtg 

atatggggta 

gtaaggatct 

taccccccag 

ggttatggtc 

gggacctggg 

ccagcaggta 

ggtt ctt ctg 

tgggcccagt 

gagctggtca 

aaa 



acgactcact 
gtgggagccg 
cacggagcac 
ccagcctcct 
taggagttct 
ctgaggtgcc 
aggaccctca 
aagccctgcc 
ggcaaccttc 
ccagtt cact 
acaagctt ct 
gaggggctgg 
gcaatggttt 
gggggagaaa 
tagggacctg 
agtacccccc 
gggccaattg 
gctggggaac 
ggatcacccc 
cacgtggttt 
ccaataaata 



atagggctcg 
ggctcccctg 
tggggcacca 
taaccctgga 
tcccaggct c 
caacgggcct 
gcaagggatg 
atacctttcc 
accagcggct 
ggaaactgag 
gcctggctca 
aactgggtgg 
agtatcaggt 
tggttggtac 
gggcggttat 
agtaggaccc 
ccagtat cca 
taaaggtcag 
ctaatctcac 
ctccttctct 
caagcagtt c 



agcggccgcc 
ggcttgctcc 
gaagaaaaag 
cagcttcagc 
agcgaatctc 
cctttctggg 
get gctgttg 
agaggeggtc 
tcctaccctc 
geagaagect 
tctgggagga 
ggaacaagac 
actagcttgg 
ccatt aagga 
ggtcagtacc 
tggggcggtt 
gcaggcagcc 
aat egget tc 
aactggtttg 
ttccattttt 
ttgacaaaaa 



egggcaggtg 
tgatctgtct 
cctccccaca 
ccaagccaga 
cacaagatgg 
ggccgccccc 
ctgaggacca 
gtctgcctga 
aggactccga 
ttgeceggag 
tcctaaggcc 
ccatgccata 
ggggtagggg 
tcttgggggg 
ccccagtagg 
atggtcagta 
ggaggcccaa 
ccccaggagc 
cageggggtt 
aaagcctcct 
aaaaaaaaaa 



caagatgeag 
gtgcctgcca 
ttcgggacaa 
ccctgtgaat 
tgctctacct 
catggagtcc 
gttagagcaa 
ggctt cctct 
ggctggact g 
cccattctgg 
tggaacat cc 
tccttctgga 
tccttaccca 
taatggtcgg 
gacctggggg 
ccccccagt a 
ttgtcgatat 
caaacgt cct 
agggctcagt 
ctgtcgacca 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1263 



<210> 12 
<211> 2525 
<212> DNA 
<213> Rattus sp. 



<220> 

<223> rat taste cell polypeptide (TCP) 
sequence 



#2 nucleotide 



<400> 12 

caaatgtctg cctagctcag aacccacccc cgtgagggtc catcatgtcc actaaccctt 60 
ctcaagaccc tttgagtatg tccccagtct gtcgttgagc caggactgtg cacagcatcc 120 



15 



tcttgggaag 
cagctggaat 
ctactaatgg 
acaacattct 
aatcggaggc 
agt ctccccc 
tgaccacatc 
ctgtagagga 
cttctcccat 
tatggcatac 
ccaggccaga 
tctttccatg 
gaagattagg 
cagtatccgg 
ctacagact c 
cacctgggcc 
ctccagccct 
agcctaccca 
gtttctccac 
gctgctt cag 
ttat ctgcta 
gtgccctgct 
cggatccctc 
ggt cacttgg 
acgacctgcg 
agctgcttct 
tcacccatga 
tcagcaatgt 
ccaaccatct 
agaaatccag 
tcttgatctt 
agaagcttcg 
ttggtcaagt 
ccttctttga 
gctccctgca 
ccagctccag 
cttctctttt 
catacctctt 
agctgcagga 
ttcaccccac 
aaaaa 



agtaccagt c 
tctcttggct 
agaccctgac 
actgggcatc 
cctggggagg 
aatgcctggc 
tgcagcctac 
aatcctagcc 
acatggatct 
ccccaatccc 
ggcatcctca 
gatgcctaac 
gctggacct c 
tggagccaat 
ttccattaaa 
atggttccca 
ccctctaccc 
ggcctctacc 
tccaggaccc 
gatagtggtc 
ccagctccag 
gtttcggcct 
ggctctagag 
gtacctgtcc 
ccaggagacc 
gcccagttct 
ggtatcaaga 
gaaggagtgg 
ccaaggcctg 
catagtggcc 
gggttacccc 
tggactgctg 
ggtggtggag 
ggctgcacca 
ggaagctgag 
agcctcgaga 
tgtcctggtg 
ctaggacacc 
ggccagggca 
ct ccacacca 



taggcaggag 
gccttcctag 
cagtttccct 
ctgacagaca 
agggcaggag 
ccctcaggca 
atggctgctg 
cttggaatt c 
gagccgaagt 
actgt ccaga 
tctgtggcac 
atactgaaag 
acctcccaag 
gactctcctc 
acctcaaacc 
ccagcccaat 
cacacagctc 
ctccct cacc 
aggcatacga 
tggagcctgg 
ctcatctacc 
ggctctacag 
atcct ctgga 
ttggccgacc 
atcaacatta 
cagccttttc 
ttctacaagg 
gtgagcattt 
gctagtcacc 
aatggggaga 
ttcaccaaag 
acgagacagc 
gaattccacc 
gctcaggctg 
ggtctgcagt 
ggccccaggg 
gccct ttgta 
tcacgcaggg 
gaaaggacaa 
cataaaactg 



cccacagcat 
tagtttccgc 
cagatcctgg 
acactggcag 
ccttttctac 
cagttacacc 
actctcagcc 
tggaaacaat 
tcaagaaggc 
tgctagtgcc 
tggctccaag 
ctacagagcc 
tgggctccgg 
aacctcctgt 
tt gcacccca 
ccgcatgtcc 
tggcttacac 
ttggccaggc 
cccactctgt 
tacccttgga 
acgaggcttt 
aggtgaaagc 
ctttgtaccg 
atggcctttc 
gcttcacact 
tcctgatgga 
ctgagctcca 
atgtggaata 
tggcccatca 
aagcagat ct 
ccttggagaa 
taacctcagt 
aggaaccact 
tcattcaaga 
tagagatgct 
gtggggccgt 
ctgctcttcc 
cttccagaca 
gcgccggcct 
gggaaaacac 



ggacaagcag 
ttctaccctg 
cacat cagct 
tat caactca 
agaaggagct 
tgaaccaatt 
agtgtcccct 
tacgatgtca 
cttcagacct 
tgcatggagg 
aacatcctta 
cctgttgcct 
gt catttgaa 
atctgcgatt 
gacagctcta 
accttct etc 
agagtegtet 
tatgtctttg 
gaccttcagg 
gtgctggctg 
ctccaacttc 
ct ccctcgtt 
caaagtgaag 
ct ctgacggg 
catgaagccc 
aaagcagacc 
ggagcagccc 
caagttcaag 
tataacagat 
ggtgttttat 
caagactagt 
cctccagcct 
gaetgecaga 
ctccatgctc 
cctcccagtc 
gttaaacctc 
cttcaccaag 
ggacctcaac 
tactgtct tc 
tcccaaaaaa 



cagtttcctg 
acccttctct 
cagcaaagta 
actgagaggg 
gggggtcagg 
cgctcagccc 
gaggctgaac 
tcaccacagc 
ccacacctgt 
aatggccact 
ggactgcctg 
gcgtctcctg 
gacacaggcc 
gtatcctcaa 
caaccccagc 
tccagcacgt 
gtggatgctg 
cagaacttga 
accaacagca 
ttgaataggc 
aagaatgtca 
tttggt cctc 
tcct caagat 
tacaacacga 
ttcctgcctc 
ctccagctgg 
ctgctcctat 
agccccatcc 
cccaccatcc 
gagacatggc 
t ctgaatccc 
ctgeagaact 
gtgcaaactg 
caagccctgg 
cttggcaccc 
cagttcatca 
aagcaaaccc 
caaggagtaa 
aagttcatgt 
aaaaaaaaaa 



180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2525 



<210> 13 
<211> 2217 
<212> DNA 
<213> Mus sp. 

<220> 

<223> mouse taste cell polypeptide (TCP) #2 nucleotide 
sequence 



<400> 13 

tcttggcagg 

ctgccctcct 

agcagtt t cc 

tcctgacaga 

ggagggcagg 

gcccctcagg 

acatggcctc 

gaactctaga 

agaagttcga 



agectgeagt 
agtagt ctct 
ct cagcccct 
cgtcactggt 
aggect ctct 
cagggtcata 
teagecagtg 
gacaattacg 
caaggtcttc 



atgg 
gctt 
ggca 
ggta 
acag 
cctg 
tcct 
atgt 
agat 



acaagc 
ctaccc 
catcag 
t caact 
aaggag 
aaccaa 
ctgggg 
cat cac 
ct ccac 



agtggtttcc 
tgacccttct 
ct cagcaaag 
cagttgagag 
ctgggggtca 
t tccctcagc 
ctgaccctat 
cacagcct t c 
acctgttatg 



tgcagctgga 
ctctactaat 
tagcegcatt 
ggaaceggag 
ggagtctccc 
cctgaccaca 
agaggaaat c 
tcccagacat 
gtgtaccccc 



attctcttgg 
gaagaccctg 
ct actgggca 
gccctgggga 
teaatgectg 
t ctgcatccg 
atggctcttg 
gaatctgagc 
aattccactg 



60 

120 

180 

240 

300 

360 

420 

480 

540 



16 



tctacatacc 
tgccactagc 
tgaaagctac 
cccaagtggg 
gtggagccag 
tcaaacct eg 
ageccaat cc 
catagctctg 
cctcaccctg 
catacgaccc 
aacctggtac 
atctaccagg 
tgt ccagagg 
ctctggactt 
gccgaccatg 
aacattagct 
ccttgtatcc 
tacaaggctg 
agegtttaca 
agtcacctgg 
ggggagaaag 
accaagacct 
agacagctaa 
ttccaccagg 
caggccatca 
ctgcagtt ag 
cccaggggcg 
etttgtaegg 



agtgcctgca 
tccaagtacc 
agagt ccctg 
ctccagagca 
tgactctcct 
gaccccagat 
acatgcccac 
gcttcacaga 
gecaggatat 
actctgtgac 
ccttggagcg 
aggccttccc 
tgaaagcetc 
tgtaccgcaa 
gcctttcctc 
tcacactcat 
tgctggaaaa 
agctccagag 
tggaatacaa 
cccatcatat 
cagatctggt 
tggagaacaa 
cctcagttct 
aaccactgac 
tt caagacac 
agatgetect 
gggecatget 
ctcctccctt 



tggagggatg 
tccttaggac 
ttgectgeat 
tctgaaaaca 
acagactaca 
agctctacaa 
gctctccct c 
gtcatctgt a 
gtctttgcag 
ctttaggatc 
ctggctgctg 
caacttcagg 
cctcattttt 
agtgaagtcc 
tgatgggtac 
gaggcccttc 
gcagaccatc 
ccagcccctg 
attcaagagc 
aacagat ccc 
gttttatgag 
gactagttct 
ccagcctttg 
tgccagggta 
cgtgctccaa 
cccagtcctt 
gaacctccag 
cat caat aag 



gccactccag 
tgectatett 
ctcctggaag 
ccgtggcttt 
ccctcaacta 
cctagtcacc 
caacatttct 
catgetgate 
gacttgagtt 
aacagcaatc 
aacaggctta 
aatgtcagca 
ggtcctccgg 
tccagatggt 
agcatgactg 
ctgccccagc 
cagctggt ca 
ctcctattca 
cccatcccca 
acccttcaga 
atgtggctct 
gagtgecagg 
aagaactttg 
caaacggcct 
gccctgggct 
ggcaccccca 
cgcttcactt 
caagccctat 



gecagaggea 
tccatggatg 
atcagggctg 
ggacacaggc 
cagactcttt 
ctgggctatg 
ctagccctcc 
ctaccctggc 
tctccactgg 
gcttcacaaa 
tctgctacca 
ccctgctgtt 
atccctcgt c 
cgcttgggta 
accttaccca 
tgett ctgee 
cccacgaagt 
gcaacgtgaa 
tccgtctcca 
aatccagcat 
tgatcctggg 
agctt cgtgg 
gtcaagtggt 
tctttggggc 
ccctgcagga 
gctccagagc 
ctctctttgt 
acctctccta 



tcctcatctg 
cctaacatac 
gacctcacct 
ccagtat ccc 
cattaaaacc 
gcttcccacc 
ctct accgea 
ctctaccct c 
aggaegtagt 
agctgtctgg 
get ccggttc 
tcggcctggc 
catagaaatc 
cctgtccctg 
ggaaat catc 
tagttctcag 
gtcaagattc 
ggagtgggtg 
aggcctggcc 
aatggccaat 
tcaccccttc 
actgetgacg 
ggtggaggaa 
tgtgccagcc 
aactgagggt 
ctcaagaggc 
cctggtggct 
ggtcacc 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2217 



<210> 14 
<211> 1794 
<212> DNA 
<213> Rattus sp. 



<220> 

<223> rat taste cell polypeptide 
sequence 



(TCP) #3 nucleotide 



<400> 14 

cgcctttcca 

cccaggcctg 

gctatcatca 

gtgacgaacg 

gacttcaact 

acaccccctc 

gtggaggagt 

atgtgctcct 

ctccttgatg 

ctggattttg 

aaggaagatg 

tgcctgtcac 

gcccgctgtc 

aactatatgg 

ttcgcacatc 

gggttacatc 

gaggagcegg 

gtgaatcacc 

ccaaggct ct 

ctgggccacc 

tgecaaatte 

agatagecca 



cttt cagect 
tccctggggg 
tggacaggtt 
gcat ctgect 
gt ccctgcct 
tggccctctt 
ggcgccggcc 
ctgtgctgca 
ggaagtgtct 
ctaatatgac 
agctggttaa 
aggecategg 
tgaggccctg 
acctggaaca 
getgegtget 
gggacccagc 
gt agtgaaag 
tcct aagtac 
gggagcctgg 
agcttgatgt 
ccatgttggc 
gtatttacct 



ccatcacacc 
agccagccct 
ccgaatget c 
cctgctggct 
agagegctae 
cctctgtggt 
agcagggcac 
gcgagctcta 
tgtgtgtgcc 
ccccagccag 
aaccaaccca 
ctggagtata 
cttcaaccag 
gaagctcttt 
gcacttcttc 
tggtgagatc 
egggaaggee 
ctggtact cc 
cctcaatcat 
atagggatct 
acaggtctgg 
agtttctggg 



tgagaggctg 
cagtgtct ca 
ttccagaact 
gctgt caccg 
aatgccctct 
ctcttggtca 
eggaggaagg 
gcagcacctc 
ttcagcaact 
gtgeagctet 
getegcaagg 
accttgetgg 
acggtcttcc 
gatgagacat 
geaagcatge 
ctagagtcac 
cacctgcgtg 
agcaagccac 
cgtgccccta 
tacaaggctc 
aagccagcct 
tatatcctcc 



ggttggagga 
cccacagctg 
tccagtccag 
tcaagatgta 
atggcctggg 
atagacagtc 
acctaggcat 
tggtctggat 
ccgtt gaccc 
t cctagccaa 
ctgtgtctcg 
tgatagtggt 
t acagegcag 
gctgtgagca 
agagegaget 
aggaaccccc 
caatct ccag 
cgcttgacct 
tagctgctcc 
caacagcagg 
cccttgctgg 
tctgtggaca 



tcctgtgaac 
tgtccacacc 
ct eggagt eg 
ctcctccctc 
cctgctgctc 
tgtgttgatg 
catcaggtac 
cttactggcc 
tgagaagttt 
ggtgccctgc 
gtacctccgg 
ggccttccta 
atactggagc 
tgegegggae 
acgcgctctg 
ggagcccccg 
ccgagagcaa 
cgcagcctcc 
aggcaccaag 
agttttcccg 
cctccttccc 
ccgttccttc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 



17 



tgggcctgga 
cctttccttc 
ctccct cctt 
cttttgagga 
gggatgcatg 
caccactccc 
tttggtcagt 
gtcagaaaaa 



tgaagttcag 
catcccttct 
tcctcccttt 
agaggcacac 
gctagcctcc 
cagtttccag 
ggaacaaaat 
aaaaaaaaaa 



agtcttatcc 
tcctcccttc 
ct cccttgtc 
tacagctatc 
tgcctcaggc 
gatttcctgt 
ttgagtagcc 
aaaaaaaaaa 



agagccttca 
ttcctccctc 
ctttctttct 
tagctgaaga 
tcccttagtg 
cttaacaagc 
acagtctgaa 
aaaaaaaaaa 



gactgagtct 
ctttcttcct 
ctcctcaccc 
tgaccttgaa 
ttaggattac 
t cccacacaa 
taaatttgtt 
aaaaaaaaaa 



ctgagtctat 
cccttccttc 
caccccatct 
ctccaggcct 
aggtatcaac 
taatcgttcc 
gtggatctgg 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
1794 



<210> 15 
<211> 1758 
<212> DNA 
<213> Mus sp. 

<220> 

<223> mouse 1 taste cell polypeptide (TCP) #3 nucleotide 
sequence 



<400> 15 

accttcagtc 

atccctgagt 

tggataggtt 

gcatttgcct 

gtccctgcct 

tggccctctt 

ggcgccggcc 

ctgtgctgca 

gcaagtgttt 

ctaatatgac 

aactggtgaa 

aggccatcgg 

tgagaccct g 

acctggaaca 

gttgcgtgct 

gggacccagc 

aggaccggga 

tggatcaact 

ccaggcgctg 

tatgccacca 

tcaaattccc 

atagcccagt 

gaccctgatt 

tttcctt ccc 

tctctccttt 

tcttttgagg 

tgggatacat 

ctgccacccc 

ttctagtcat 

gatcatagac 



ttcattgcac 
gtccaagcct 
ccggatgctc 
cctgctggct 
cgagcgctac 
cctctgtggt 
agcagggcac 
gcgagcttt a 
tgtgtgtgcc 
ccccaggcaa 
aaacagccct 
ctggagtata 
cttcgaccag 
gaagct cttt 
gcactt cttc 
tggtggcatc 
tagtggaaac 
cct cagtacc 
ggggcctggc 
gctcaatgta 
atgttggcac 
agctacctag 
aagttcagat 
tcccttgggc 
cctccctttc 
aagagtcaca 
ggctagcctc 
cccaatttcc 
t ggatcaaac 
attgact c 



cttagaagct 
ccgtgtcgca 
ttccagcacc 
gctgtcaccg 
aacgccctct 
ctcttggtca 
cggaggaagg 
gcagcaccac 
ttcagcaact 
gtgcagctct 
gcccgcaagg 
accttgctgg 
accgt ctt cc 
gatgagacgt 
gcaaacatgc 
ccagaatcac 
gggaaggccc 
tggtactcca 
ct caat cacc 
tagggatctt 
aggtctggaa 
tttctgggta 
tcctatt cag 
ntccctctct 
ttccttatct 
cttcagccgt 
ctgcctcagg 
agaattt cat 
tttgagtagc 



gggttggagg 
cccacagctg 
tccagtccag 
tcaagatcta 
acggcctggg 
atagacagtc 
acctgggcat 
tggtctggat 
ctgttgaccc 
tcctagccaa 
cagtgt ctcg 
tgatagtggt 
tacagcgcag 
gctgtgagca 
agagcgagct 
aggagtcctc 
atctgcgcgc 
gcaagccgcc 
gcgcccctat 
acaaggctcc 
gccagcctcc 
tgtcctcctc 
tgcatttaga 
tctttctccc 
tttccttctc 
ctagctgaag 
ctcccttagt 
ctctaacaag 
catagt ctga 



atcctgtgaa 
tgtccacgtg 
ctcggagtcg 
ctcctccctt 
cctgctgctc 
tgtattgatg 
catcaggtac 
cttactggcc 
tgagaagttt 
ggtgccctgc 
gtacctccgg 
ggcct t ccta 
at actggagc 
tgcgcgggac 
acgtgccctg 
ggagcccccg 
gatctccagc 
gcttgacctc 
agctgctcca 
aacagcagca 
catgttggca 
tgtggatccc 
ctgagtccct 
tcctgccctt 
t cctcacccc 
atgaccttga 
gttaggatta 
cccccacaca 
atagatctgt 



ccctggggcc 
gctacagtca 
gtgatgaatg 
gacttcaact 
acaccccctc 
gtggaggagt 
atgtgttctt 
ctccttgatg 
ctggattttg 
aaggaggatg 
tgcctgtcac 
gcccgctgtc 
aactatatgg 
tt cgcacacc 
gggttacgtc 
gagctccggg 
cgggagcagg 
gcagcat etc 
ggcaccaagc 
gtttt ccgtg 
tccttcccag 
gttccctctg 
aaatctgtcc 
tcttccttcc 
gccccccat c 
actccaggcc 
gaggtatgag 
atactggttc 
tgtggat ct g 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1758 



<210> 16 
<211> 1084 
<212> DNA 
<213> Mus sp. 

<220> 

<223> mouse 2 taste cell polypeptide (TCP) #3 nucleotide 
sequence 



18 



<400> 16 

ccttcctgag 

aaggcagtgc 

ctactgacgg 

gccacctgga 

ctcctgggat 

agcgcgcgat 

gcggcatt eg 

tgtgctgt ca 

tgeaatgeca 

ctgagccagc 

atcttacttc 

ttaaaattct 

gagaatgega 

aaggaatgea 

aatcccaaga 

ggcagtgtcc 

atgtccatga 

ttgaattgtt 

aaaa 



aagcagaccc 
tggacctgea 
ctggtgggga 
acctgcccta 
atgegctgag 
tcagttcggg 
cgcccctcac 
gegggagege 
cgctaccgca 
tcaaggctca 
ttcttgttaa 
gggaaatcta 
cacagttggc 
acactacaag 
accagttcta 
gctctgtgga 
ctaacactca 
gcttttatat 



tgtggggtgt 
gagaaagcac 
gaagatcttc 
cggcctggtg 
cgcgcgcaca 
gttgegcage 
ctgggtggcc 
gcgcttggcg 
ggctccctgc 
gtctcaggtg 
gtctgtgacc 
ttgggaaaag 
cgaagagaat 
cagtaaagac 
cagcatgetg 
aggagatgea 
cgaact atga 
aaaaaaataa 



ccagtgtgag 
cgcaacgccc 
tcctcagtgg 
ttcctgctgg 
tggcgcctgc 
gcgttcgtgt 
gtggcgctgc 
ccatacctgt 
aacaagcaga 
ttcggttgga 
egatgettet 
gagaagcaga 
gttagatgtt 
tggcaggaaa 
cacaagtatg 
gtgatccctg 
tcttacacaa 
atattggtat 



cagaacccat 
tgggctatag 
tgttccagtg 
tgcctgccct 
tcaccggctg 
gcgcccagct 
tcgagggctc 
geaagggecg 
aggtggaaat 
ttctgatagc 
etceggttag 
ttcttcaaaa 
tctttgagtg 
tetcagegtt 
ttagcagaga 
cccttggctt 
gaacagaaaa 
attttaaaaa 



ggaaaagttc 
cctggtgacc 
tccctgcact 
cgcgcttttc 
ctgctcccgg 
cagcatgacc 
tttctaccaa 
cgaccccaac 
gcaggagatc 
tgccgttatt 
ttatctgcag 
teaagctgea 
ctcgaagccg 
gtacacattc 
agaaatgagc 
tgtagatgac 
aaaaaatgtt 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1084 



<210> 17 

<211> 1069 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> human 1 taste cell polypeptide (TCP) 
sequence 



#3 nucleotide 



<400> 17 

ccttcctcct 

teat ctccct 

cctcactcac 

ggttcccctg 

ggct caggta 

tgtt cctgac 

actgggegea 

ctegggtget 

atgatgagga 

atgccatcac 

tgcacaagtg 

ccctgctccc 

caaactgaac 

atcttcttgg 

caatggaagc 

tggtactcta 

ccactgggaa 

taaagttttt 



tctaagct cc 
gctgcgtggt 
ggccagggaa 
caaggagaac 
tgagtcccag 
caagtgcctc 
gtaccgcgcc 
cgctgccaac 
actgattgee 
eggegt ctac 
ggcccagggt 
ctcctaagga 
cccactgctt 
ccaggggaaa 
cccagccagc 
tgcagttaac 
gtggcctcca 
cttactaaaa 



atcctgggac 
gaggct t at g 
gagcacttcc 
cctgacaacc 
ctctttggat 
aagcattact 
aatgaggacc 
aatgtgcgcc 
aacttcccag 
ttgtaccgtg 
ctggcaggca 
ggtgcttccc 
get cacatcc 
ggaccacaag 
agggecaggt 
atgtatctag 
gtgcagcctc 
ggaaaaaaaa 



gtgcggctgt 
tctgtgct ct 
catcagccca 
tgtcagactt 
ggctgetcat 
get caccact 
agctgttcca 
gctt ctttgg 
tggaaggcac 
agaaccaggg 
acggcgcggc 
atgctctttg 
atatcagaag 
gcaatctggg 
gacagtgaag 
ctgcataggg 
tggecttatt 
aaaaaaaaaa 



ggcccctgtc 
cagtgagtt c 
cgccactgaa 
cegggaggag 
cggcgtggtg 
cagctaccgc 
gcgcacggcc 
ctttgtggcg 
gcagccacgg 
cctcccactc 
ccctgacaac 
taaatggcac 
gggattttta 
gtgtggacag 
ctcaccagtg 
acacccagcg 
ttatatattt 
aaaaaaaaa 



acctggtctg 
gtggaccctt 
atcctggcca 
gtcagccgca 
gecat cctgg 
caggaggect 
gaggtgeact 
ctcaacaagg 
ccacagtgga 
tacagccgcc 
gtggagatgg 
tacttggtcc 
aaaaactgtt 
acccagtaga 
ggctccttta 
cagcagtgea 
aaatttttga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1069 



<210> 18 

<211> 1029 

<212> DNA 

<213> Homo sapiens 



<220> 

<223> human 2 taste cell polypeptide (TCP) 
sequence 



#3 nucleotide 



19 



<400> 18 

atggagaagt 

ggcctggtga 

tgcccgtgca 

ctcgcgctct 

tgctgctcca 

caaatcagcg 

ggcgcctttt 

ggccgcaacc 

tcggacgtgc 

ttgatagcag 

ccagttagtt 

cttaaaagta 

tttgagggct 

atttcatcac 

gtcaacagaa 

gttcttggct 

tgagtagaaa 

aaagaaaaa 



ttcgggcggt 
ccctgctgac 
gcgccgcctg 
t cctcctggg 
gcgcccgcgc 
cggccgccg'c 
acgagtgcgc 
gcagctgcgc 
aggacctcct 
ttgttatcat 
ttctgcagct 
aagccacaga 
cgcatccaaa 
tgtatacttt 
aagagaagac 
ttgtagattc 
aaaaaattgt 



gctggacctg 
ggcgggcggg 
gaacctgccc 
ctacgtgctg 
gagttgcgga 
get cgcgccc 
ggccaccggg 
cgcggagctg 
gaaggat ctg 
cattcttctg 
gaaattctgg 
geatgeaact 
agaatataac 
caatccgaag 
tcacagtatc 
atctggtata 
tttgaattat 



cacgtcaagc 
gagegcat ct 
tacggcctgg 
agcgcacgca 
tcggcgctgc 
ctcacctggg 
agcgcggcct 
ccgctggtgc 
aaggctcagt 
atttttacat 
aaaatctatt 
gaattggcaa 
actccaaggc 
ggecagtact 
aggtctactg 
aacagcactc 
tgctttatta 



accacagcgc 
tct ccgccgt 
tettcttget 
cgtggcgcct 
gcggctccct 
tggccgtggc 
tcgcgcagcg 
cgtgcaacca 
cgcaggtgtt 
ctgtcacccg 
tggaacagga 
aagagaatat 
atgaaaagag 
acagcatgtt 
aaggagatac 
ctgagttatg 
aaaaataaac 



ct tgggctac 
ggcattccag 
ggtgccggcg 
gctcaccgga 
ggtgt gcacg 
getgeteggg 
cctgtgcctc 
ggccaaggcg 
gggctggatc 
atgectatet 
gcagcagatc 
taaatgtttc 
gtggcagcaa 
gcacaaatat 
ggtgattcct 
accttt tgaa 
attggttaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1029 



<210> 19 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : sensory cell 
polypeptide amino acid sequence encoded by 
degenerate primer used to amplify taste cell 
polypeptide (TCP) nucleic acid 



<400> 19 

Gly Gin Pro Ser Phe Thr Ser Leu Leu Asn 
15 10 



<210> 20 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : sensory cell 
polypeptide amino acid sequence encoded by 
degenerate primer used to amplify taste cell 
polypeptide (TCP) nucleic acid 

<400> 20 

Pro Arg Leu Ser Glu Ser Pro Gin Asp Gly 
15 10 



<210> 21 
<211> 10 
<212> PRT 

<213> Artificial Sequence 



20 




<220> 

<223> Description of Artificial Sequence : sensory cell 
polypeptide amino acid sequence encoded by 
degenerate primer used to amplify taste cell 
polypeptide (TCP) nucleic acid 

<400> 21 

Ser Thr Glu Gly Ala Gly Gly Gin Glu Ser 
15 10 



<210> 22 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : sensory cell 
polypeptide amino acid sequence encoded by 
degenerate primer used to amplify taste cell 
polypeptide (TCP) nucleic acid 

<400> 22 

Trp Met Pro Asn lie Leu Lys Ala Thr Glu 
15 10 



<210> 23 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : sensory cell 
polypeptide amino acid sequence encoded by 
degenerate primer used to amplify taste cell 
polypeptide (TCP) nucleic acid 

<400> 23 

Asn Cys Pro Cys Leu Glu Arg Tyr Asn Ala 
15 10 



<210> 24 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : sensory cell 
polypeptide amino acid sequence encoded by 
degenerate primer used to amplify taste cell 
polypeptide (TCP) nucleic acid 

<400> 24 

lie Arg Tyr Met Cys Ser Ser Val Leu Gin 
15 10 



21 



